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https://en.wikipedia.org/wiki/BED_(file_format)
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Dual Index® U &ED T, iISEITTDMAEHE TIRY 2 Tl 8EE YU T ILEZEIE DT, index primer®a Xk
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WEEBRINERIITI/BEINERTLT 574—I Vb, 11T7BIX">"TIHRFYVEI DB IR PIA NI EFEEH
L.29TBICEEFEDESZFEEET D,

>NM_000546.6 Homo sapiens tumor protein p53 (TP53), transcript variant 1, mRNA
CTCAAAAGTCTAGAGCCACCGTCCAGGGAGCAGGTAGCTGCTGGGCTCCGGGGACACTTTGCGTTCGGGC
TGGGAGCGTGCTTTCCACGACGGTGACACGCTTCCCTGGATTGGCAGCCAGACTGCCTTCCGGGTCACTG
CCATGGAGGAGCCGCAGTCAGATCCTAGCGTCGAGCCCCCTCTGAGTCAGGAAACATTTTCAGACCTATG
GAAACTACTTCCTGAAAACAACGTTCTGTCCCCCTTGCCGTCCCAAGCAATGGATGATTTGATGCTGTCC
CCGGACGATATTGAACAATGGTTCACTGAAGACCCAGGTCCAGATGAAGCTCCCAGAATGCCAGAGGCTG
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LTHY., 1XFITHHL T2 OHE TUIETES,

@SEQ_ID
GATTTGGGGTTCAAAGCAGTATCGATCAAATAGTAAATCCATTTGTTCAACTCACAGTTT ¢

+

LR ((((F%%4) ) %%+ ) (%%%%) . T**k-tk ' 1) ) ¥%55CCF>>>>>>CCCCCCCO5

https://en.wikipedia.org/wiki/FASTQ_format
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https://software.broadinstitute.org/software/igv/interpreting_pair_orientations
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RNA-Seq
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UCSC Genome Browser
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https://en.wikipedia.org/wiki/UCSC_Genome_Browser
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Unique Dual Index (UDI)
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https://jp.illumina.com/science/technology/next-generation-sequencing/beginners/ngs-cost.html
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